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SCIENTIFIC CAREER and AWARDS:

Honorary doctor degree in Agriculture at the SLU, Uppsala (2011)

Professor (adjunct) at the TU-Braunschweig (2006)

Venia legendi for microbiology (1999)

1985 Dr. rer. nat. in Biochemistry

1980 - 1984 PhD in Biochemistry: Institute of Biochemistry, Medical Faculty, Martin-Luther-University,
Halle-Wittenberg

1980: Diplom Chemiker

1975-1980 Study of chemistry at Martin-Luther-University, Halle-Wittenberg

EXPERTISE and RESEARCH INTEREST:

e Development and application of new molecular techniques to detect plant pathogens and to study
their ecology (plant microbe interaction)

e Community-level analysis of structural and functional diversity of microbes in soil and in the
rhizosphere (characterisation of succession of antagonists, pathogens and microbial populations in
response to environmental triggers)

e Evaluation of effects of agricultural management systems on microbial communities and plant
pathogen abundance

e Ecology and diversity of bacterial antibiotic resistance genes and plasmids, horizontal gene spread.

SCIENTIFIC SERVICES:

Editor of FEMS Microbiology Ecology

Editor of Frontiers in Microbiology

Editorial board of Applied and Environmental Microbiology
Editorial board The ISME Journal (Nature)

Evaluation panels:
¢ National Science Foundation (USA), DFG (Germany), NERC UK, FCT Portugal, and others

SCIENTIFIC OUTPUT

Publications: Number of publications in international refereed scientific journals with citation data in WoS:
187; Number of citations according to WoS: 10407; H-index: 52 (30.8.2016)

Supervision of PhD theses: Number of PhD students supervised till defense of thesis: 20



SELECTED PUBLICATIONS IN PEER-REVIEWED INTERNATIONAL JOURNALS - plant microbiome,
biocontrol, plant pathogens
PUBLICATIONS (2017-2000)

Adesina, M., R. Grosch, A. Lembke, T. Vatchev, K. Smalla. 2009. In vitro antagonists of Rhizoctonia solani tested on lettuce:
rhizosphere competence, biocontrol efficiency and rhizosphere microbial community response. FEMS Microbiol. Ecol. 69:62-74.
Berg, G., K. Smalla. 2009. Plant species and soil type cooperatively shape the structure and function of microbial communities in

the rhizosphere. FEMS Microbiol. Ecol. 68:1-13.
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Soil Biol. Biochem. 39:2818-2828.
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towards the pathogenic fungus Verticillium dahliae. FEMS Microbiol. Ecol. 56:250-261.
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Microbiol. 5:148.
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associated rhizobacteria antagonistic to Verticillium wilt. Can. J. Microbiol. 46:1128-1137.

Costa, R., J.F. Salles, G. Berg, K. Smalla. 2006. Cultivation-independent analysis of Pseudomonas species in soil and in the

rhizosphere of field-grown Verticillium dahliae host plants. Environ. Microbiol. 8:2136-2149.
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soils. Braz. J. Microbiol. 35: 230-234.
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antagonistic potential in the rhizosphere: insights gained by combining phylogenetic and functional gene-based analyses. Environ.

Microbiol. 9:2260-2273.
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potential of Pseudomonas spp. in the rhizosphere of maize grown in a subtropical organic farm. Soil biology and biochemistry

38:.2434-2447.
Dematbheis, F., B. Kurtz, S. Vidal, K. Smalla. 2012. Microbial communities associated with the larval gut and eggs of western corn
rootworm. PLoS ONE 7: e44685.

Dematheis, F., B. Kurtz, S. Vidal, K. Smalla. 2013. Multitrophic interactions among Western Corn Rootworm Glomus intraradices

and microbial communities in the rhizosphere and endorhiza of maize. Frontiers in Microbiology 4
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Changes of soil bacterial diversity as a consequence of agricultural land use in a semi-arid ecosystem. PLoS One, 8, e59497.
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bacterial disease on Mandevilla sanderi caused by Pseudomonas savastanoi — lessons learned for bacterial diversity studies. Appl.

Environ. Microbiol. 78:8470-8473.

Fornefeld, E., A. Schikora, G. Berg, R. Grosch, A. Erlacher, T. Kiihne, K. Smalla. 2015. Humanpathogene Bakterien auf Pflanzen.
Journal fir Kulturpflanzen 67(9):297-309.

Genetic diversity of Ralstonia solanacearum strains from China assessed by PCR-based fingerprints to unravel host plant and site-

dependent distribution patterns. FEMS Microbiol. Ecol. 75:507-519.
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endophytes of sweet potato tuberous roots affected by the plant genotype and growth stage. Applied Soil Ecology 96:273-281
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